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Materials and methods
Three butterfly and three moth species were
selected as models: Eriogaster catax
(Linnaeus,
1758),
Eriogaster
lanestris
(Linnaeus, 1758), Lemonia taraxaci ([Denis et
Schiffermüller]), 1775), Lycaena hippothoë
(Linneaus, 1761), Apatura ilia ([Dennis et
Schiffermüller]), 1775) and Nymphalis antiopa
(Linnaeus, 1758).
Specimens for DNA extraction were
collected in 2011 in the Őrség National Park
and other nature reserves in Vas County
(Western Hungary) (Fig. 1) with permission
from the regional conservation authorities
(KÖTEVIFE).

Fig. 1.: Sampling locations. Apatura ilia;
Lycaena hippothoaë;
Lemonia taraxaci; Eriogaster catax. Source: Google Earth.

Introduction
Effects
of
shrinkage
and
fragmentation of natural habitats are
sometimes underestimated in species
conservation, although small sized
and isolated populations are more
exposed to adverse effects, and even
to
normal
fluctuations
of
environmental conditions.
Nature conservation strategies should
not only be driven by the species
composition and the threat level,
because adaptation is influenced by
the
genetic
background,
the
reproduction and the speciation as
well.
The present project aims to collect
genetic material from butterfly and
moth species, where limited genetic
information is available, but their
ecology and distribution in Hungary
are well known. Investigation of six
Lepidoptera species has been started
in 2011. We are planning to assess the
genetic background of selected
species, which might help to
recognize anomalies, unusual trends
or the understanding of population
decline.

Fig. 2: Larvae of Eriogaster catax in caterpillar tent (left) and alone (right).
© Bálint Horváth.

Fig. 3: Lemonia taraxaci.
© Bálint Horváth.

Fig. 5: Apatura ilia. © Bálint Horváth.

Fig. 4: Lycaena hippothoaë.
© Szabolcs Sáfián.

Fig. 6: Nymphalis antiopa.
© Bálint Horváth.

Preliminary results

Butterfly specimens (Fig. 4-6) were
sampled by conventional netting.
The methods of moth sampling were
different in practice for each species.
Lemonia taraxaci (Fig. 3) L. taraxaci
specimens react positively to artificial
light sources, so light trapping was
the efficient method of observe and
collecting, during the flying period
(from the end of August until early
October). Artificial light is largely
ineffective in attracting imagos of
Eriogaster catax (Fig. 2) and E.
lanestris. Searching for larvae is a
much easier way to find the species.
Caterpillars feed from middle of April
until late May and they live together
in the first four instars in a caterpillar
tent. The larvae are specialized to
thermophilous deciduous forest
edges and bushy habitats with
Prunus and Crataegus shrubs. E. catax
and E. lanestris frequently occur
sympathrically. We extracted DNA
mainly from one or two legs of each
specimen
using
Sigma-Aldrich
GenElute Mammalian Genomic DNA
Miniprep Kit. Primers for COI were
taken LUNT ET AL. 1996 and DINCA ET
AL. 2011.

In 2011, 13 individuals of 4 species have been
collected. Collection of specimens of E.
lanestris and N. antiopa failed due to their
rarity and local distribution in the study area.
The
collected
material
have
been
supplemented by voucher specimens from
the insect collection of the University of West
Hungary (Sopron) (Fig. 7), where specimens
of the absent species are available.
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Fig. 7: PCR – Appliance (Left) and insect collection (right) in the
Institute of Silviculture and Forest Protection, University of WestHungary. © Balázs Velekei (left) and Bálint Horváth (right).

